| Menu with Sub-Menu Options

/L
TUTORIALS of “Bunium persicum”

Genomie Resource Database

1. HOME Page consists information about the database with different Menu
options to access the database efficiently.

Get EST SSRs (5939) Moreinfo®  Get Genomic SSRs (37232) More info ©
Di-Nucleotide Di-Nucleotide
3,803 26,406

1.(a).By Clicking on More Info Link, user will get further details.

More Info EE)

Moreinfo®  GetGenomic S3Rs (7232 Moreinio ©




2. By-Clicking on Get EST SSRs Circle, the user will get particular Category
Detail.

Get EST SSRs (5939) More info ©

Di-Nucleotide

3,803

2.(a). By-Clicking on “More info” link, user will get all EST SSRs Categories.

EST SSRs Name Link

Bunium persicum Genomic Resource Database () § [

/)
N

H

- R

EST SSRs Category-Wis

Search S5R Type Total
Tonle . Di-Nucleotide 3803

Tri-Nucleotide 1949
Download

Tetra-Nucleotide 114

‘= Team

Penta-Nuclectide 3%

Tutorial Hexa-Nucleotide L

Contact
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2.(b). User will get particular SSRs Sub-Categories which consists of SSR Id,
Transcript Id, SSR Type, Motif, SSR Repeat, SSR Length & Primer Details Link
with Export to Excel Facility Function.

Primer Details Link

Ea Bunium persicum Genomic Resource Database ()
3

List of Penta-Nucleotide Transcriptomic SSRs Sub-Categories

About Export To Excel
search R Toomrpr3d ssaT -

Tools 1 BpSSR0024 TRINITY_DN408_c0_g1_i14 Penta-Nucleotide T6666 5 25 Primen Details
2 BpSSRO061 TRINITY_DN5996_c0_gl_i12 Penta-Nucleotide GAAAT 5 25 Primen Details
Download
3 BpSSRO126 TRINITY_DN11529_c0_g1_i5 Penta-Nucleotide cTTCA 5 25 Primer Details
Team
4 BpSSR0220 TRINITY_DN611_¢0_g1_i5 Penta-Nucleotide CTAAA 5 25 Primer Details
Tutorial 5 BpSSR0284 TRINITY_DN6353_c0_gl_i27 Penta-Nucleotide ACAAC 5 25 Primer Details
Contact 6 BpSSR3527 TRINITY_DN6353_c0_g2_il Penta-Nucleotide CAACA 5 25 Primer Detail
7 BpSSR3842 TRINITY_DN19495_c1_g2_i2 Penta-Nucleotide TTTCT 5 25 Primer Details
8 BpSSR3852 TRINITY_DNB80586_c0_g1_il Penta-Nucleotide GAATG 5 25 Primer Detail:
9 BpSSR2855 TRINITY_DN3094_c0_g1_i7 Penta-Nucleotide TATAA 6 30 Primer Details
10 BpSSR2922 TRINITY_DN1756_c0_g1_il1 Penta-Nucleotide CAATT 5 25 Primer Details
1 BpSSR3002 TRINITY_DN3047_c0_g1_il Penta-Nucleotide cecrT 7 35 Primer Details
12 BpSSR3017 TRINITY_DN29757_c0_gl_il Penta-Nucleotide GTTAT 5 25 Primen Details
13 BpSSR3188 TRINITY_DN7615_c0_g1_il Penta-Nucleotide 66T66 7 35 Primen Details

2.(c). By-clicking on Primer Details link, the user will get Primer-1,2,3 details
along with Transcript Sequence with Export to Excel Facility Function.

Bunium persicum Genomic Resource Database

PRIMER DETAILS

About PRIMER-1
Search
Tools
Download PRIMER-2
Team
Tutorial TRINITY_DN408_c0_gl1_i14BpSSR0024TGCCACGTCAAGTTGTGAGG| 20 [60.81) 55 CGTGAAATTACAGACCTCATTCGC 24 60.4945.83 137
Contact

PRIMER-3

Transcript Id SSR Id Forward Primer Length TM 6C% Reverse Primer Length TM  6C% Product Size

TRINITY_DN408_c0_gl1_i14 BpSSROOZATSCCACGTCAAGTTSTEASG‘ 20 |60.81| 55 lGCGTSAAATTACASACCTCATTCS 24 60.4945.83 138

TRANSCRIPT SEQUENCE

>TRINITY_DN408 c0_gl_il4
TCT6ATTCAGCATTCCCATAGAGTCETEAGATAGATAGTTCTTAATTAGTAACAGTAAGAGGTCTTCATTTGTETATATCT6TETATETACGAATCTCATTAACA
ACGAATCAAGTTACATATETAACGEACCCACAATACATAATAAAGACATCATAAAGACTETAGTTCAGTCTATCTEATAGETACAAAAAACCCCTAATTCETTCA
TCTTATTTTTTTTCTTAATAAAATTAAAATCGAAAGAACAAGTACTTAAATCTTCTCTTC6ATCE66TCTTTTTTATCTATCTCACACAAAAAAAATAAAAATGE
GE6TTTTT6TTCAATCCAGTTATCTECTTTAAATCOTTEATGETTCAATTCEAAAAGAAACAGATATTTTAATTTTTTTTATTATGATAAAATTTTTAGTCTTT
ACTGETAAAACTTTATTCAAATAATGATATCE6AAATAGGAAACTTTTTTGATTCTAAAAATTTTTAATGATTGTTGAATCTTTGETATTCAAAAAGTETEAAATE
GECCATATTGAGTCACTTTAAGATECAGAGTAAAAAAGAATTCATTTATTCATATTCETATTCTTTATATATTTTTATTACTTTTTTGAATAATTTTTAATAAA




3. By-Clicking on Get Genomic SSRs Circle, the user will get particular
Category Detail.

Get Genomic SSRs (37232) More info ©

Di-Nucleotide

26,406

3.(a). By-Clicking on “More info” link, user will get all Genomic SSRs
Categories.

Genomic SSRs Name Link

R

Bunium persicum Genomic Resource Database () § (0

Genomic SSRs Category-Wise

Search

S.No. SSR Type Total
Tooks 1 Di-Nucleotide 26406
2 Tri-Nucleotide 6457

Download
3 Tetra-Nucleotide 2280

‘= Team

4 Penta-Nucleotide 1188
Tutorial : o Nl ool

Contact
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3.(b). User will get particular SSRs Sub-Categories which consists of SSR
Id, SSR Type, Motif, SSR Repeat, SSR Length & Primer Details Link with
Export to Excel Facility Function.

Primer Details Link

[ = wen | Bunium persicum Genomic Resource Database

List of Hexa-Nucleotide Genomic SSRs Sub-Categories

Export To Excel

Search

5.No. SSR Id S5R Type Motif | SSR Repeat | S5R Length | Primer Details
Tools 1 EpSSR200 Hexa-Nucleotide CGATEC 4 24 Primer Details
2 EpSSR118 Hexa-Nucleotide AGCGAT 4 24 Primer Details
Download
3 EpSSR117 Hexa-Nucleotide C6CCAG 4 24 Primer Details
* Team
4 EpSSR116 Hexa-Nucleotide CAGAAG 5 30 Primen Details
Tutorial 5 EpSSR261 Hexa-Nucleotide TCATGG 4 24 Primer Details
Contact 6 EpSSR746 Hexa-Nucleotide AACCCC 5 30 Primer Details
7 EpSSR489 Hexa-Nucleotide Teerer 4 24 Primen Detail
8 EpSSRS92 Hexa-Nucleotide ccccAc 5 30 Primer Details
9 EpSSR603 Hexa-Nucleotide AACCCT 4 24 Primer Details
10 EpSSR52 Hexa-Nucleotide AG6TG6 4 2 Primer Details

3.(c). By-clicking on Primer Details link, the user will get Primer-1,2,3
details with Export to Excel Facility Function.

Bunium persicum Genomic Resource Database (’) @ { \/‘
ShaR e R
PRIMER DETAILS
PRIMER-1

SSR Id Seq Id Forward Primer TM 6C% Reverse Primer

& Download

PRIMER-2
& Team
SSRId SeqId  Forward Primer TM 6C%  Reverse Primer TM  6C% Product Size
Tutorial EpSSR118 386 |CTGACAACGAACTTCCTGC659.49) 55 GCCTGTCTCCCACAATGATCG61.0857.14) 189
o Contact
PRIMER-3

SSR Id Seq Id Forward Primer TM 6C% Reverse Primer
EpSSRI18] 386 |CTGACAACOAACTTCCTGCH59.49 55 TCTTCACCTAATCBCTSTCTCCS 57150 | 120

B B




4. By-Clicking on Get TF Families Circle, the user will get particular Family
Detail.

Get TF Families (4617) More info @

4.(a).User will get List of Particular Family Transcription Factors with
Export to Excel Facility Function.

Ea Bunium persicum Genomic Resource Database () g (0}
erh E N

List of ERF Transcription Factors

Q  search - T Transoript 1d Dete Infe Amatation Detal
s 1 TRINITY_DN10024 ¢1_g Detail_Information Amnatation_Details
& Tools

2 TRINITY_DN10027_<0_gi Detail_Information Amnatation_Details
& Download

3 TRINITY_DN10027_c0_g2 Detail_Information Annotation_Details
& Team

4 TRINITY_DN1008_c0_g2 Detail_Information Annctation_Details
B Tutorial 5 TRINITY_DN10085 c0 gl Detail_Information Annotation_Details
» Contact 6 TRINITY_DN10141_¢0 gl Detail_Information Annotation_Details

7 TRINITY_DN10236_<0_gi Detail_Information Amnatation_Details

8 TRINITY_N10250_c0_gi Detail_Tnformation Annatation_Details

9 TRINITY_DN10252_c0_gl Detail_Informetion Annctation_Details

10 TRINITY_DN10282_c0_g1 Detail_Information Annctation_Details

11 TRINITY_DN10358 ¢0 gl Detail_Informetion Annotation_Details

12 TRINITY_DN10358_c0 g2 Detail_Information Annctation_Details




4.(b). By-Clicking on “More info” link, User will Get TF Family List Details (which
are clickable to get further details) with Export to Excel Facility Function.

Family-wise Links

Rt
BpGDB

Home

About

Tools

«
v
Q, search
&
&

Download
& Team
B Tutorial

Contact

4.(c). By clicking on Family-Names, User will get detail like Transcript 1D, Detail
Information & Annotation Detail with

Export to Excel Facility Function. Detail information &
Annotation Detail Page Links

Ex Bunium persicum Genomic Resource Databdse

List of ERF Transcription Factors

m Export To Excel

Q [ she. | = Deral Info Amtion Detad
& 1 TRINITY_DN10024 c1 gl Detail_Information Annotation_Details
]

2 TRINITY_DN10027_c0_gl Detail_Infarmation Annstation_Details
L. Download

3 TRINITY_DN10027_c0_g2 Deteil_Infarmation Amnatation Details
& Team

4 TRINITY_DN1008_c0_g2 Detail_Information Annotation_Details
Tutorial 5 TRINITY_DN10085_c0_gl Detail_Information Annctation_Details
+/ Contact 6 TRINITY_DN10141_c0_ g1 Detail_Information Annctation_Details

7 TRINITY_DN10236_c0_g1 Detail_Information Amotation Details

8 TRINITY_DN10250_c0_gl Detail_Information Annotation_Details

9 TRINITY_DN10252_c0_g1 Detail_Infarmation Amotation Detalls

10 TRINITY_DN10282_c0_g1 Deteil_Informetion Amnotation Detalls

11 TRINITY_DN10358 c0 g1 Detail_Information Annotation_Details

12 TRINITY_DN10358_c0_g2 Detail_Information Annctation_Details




4.(d). By-Clicking on Detail_Information Link, User will get Transcript Id,
Gene Family & Sequence Details with Export to Excel Facility Function.

Bunium persicum Genomic Resource Database

Detail Information

About Export To Excel

Search

Tools Y o Pty

Download >TRINITY_DN10041_cO_g1

1 TRINITY_DN10041_c0_g1 TECdsSeq ATETATG6CCAAGTCGEAAAAATAAAGCTTECTEAAGAGACCTTTTTE6AGATECTTEAATCAGGATETEAGCCEGATEAGETTECT
Team T6CE66TACCATECTCTETECATATECTAGATE666ACGCCACAAGGCTATEEAGTCATTCTACTCTECTETECETEAAAGAGGGATAT
CTCTCTCCATTECE6TTTACAATTTCATECTTTCATCTCTECAGAAAAAAGCACTCCATETAAATETCACAGAGTTETEEAGCCAGAT
Tutorial

>TRINITY_DN10041_c0_g1

MYEQVEKIKLAEETFLEMLESGCEPDEVACSTMLCAY ARWERHKAMESFYSAVRERGISLSIAVYNFMLSSLQKKALHVNVTELWSQM
VDTGVVPNEFTY TVVISSFVKQEQAEEAFETYRGMKKLGFIPEEVTY SLLISLSAKRGD TDETLRLY ASMRSHEIVPSNFTCASILALHYR
NRDYSKALSLFSEMEKYKIAADEVIY6LLIRTYGKLELYEDAQNTFREIKKLGILTDEKTYITMAQVHLNSGNFEKALRVLEEMRSKNIMF

Contact 2 TRINITY_DN10041_c0_g1 TFProteinSeq

>TRINITY_DN10041_c0_g1
TCATTATCTTCTTGTTTTTETTCCCTCCAATETCTTCTTCACTCTAACCCAAAAAAAAAACTACACACCCATCCAAACACECCCTTAAA
TEGAAGCTCTAAAATCCTCATTCATCTCCCCAACCCACTTGACCAAAACCCCACCAAAACCCAAACCCCCAAAATCAAGAATCTCCTEC
TCAACAGTCTCACCAGACCCATGETCTTTAAGTGATGGCAATTCCATCAACAACCCCAAACCCAAGTCCAAGAACCCCAAAAACAAGC

3 TRINITY_DN10041_c0_gl TFTranscripts

4.(e). By-Clicking on Annotation-Detail Link, User will get Transcript Id, Tf
family, Database, Length, Accession, Annotation, start, en, E-value etc.
with Export to Excel Facility Function.

E= Bunium persicum Genomic Resource Database

Annotation Details

About Export To Excel

Search
Tools 5.No. Transeript Id TF family Accession | Annatation Start | En | E-value |
D 1 TRINITY_DN10041_c0_g1 ARF SUPERFAMILY 869 SSF48452 TPR-like 110 743 1.02¢-008
2 TRINITY_DN10041_c0_g1 ARF ProSiteProfiles | 869 PS51375 Pentatricopeptide (PPR) repeat profile. 61 95 8.50372
Team
3 TRINITY_DN10041_c0_g1 ARF ProSiteProfiles 869 PS51375 Pentatricopeptide (PPR) repeat profile. 131 165 11.1477
Tutorial
4 TRINITY_DN10041_c0_g1 ARF ProSiteProfiles | 869 PS51375 Pentatricopeptide (PPR) repeat profile. % | 130 12.2767
Contack 5 TRINITY_DN10041_c0_g1 ARF ProSiteProfiles 869 PS51375 Pentatricopeptide (PPR) repeat profile. 578 612 11.2902
6 TRINITY_DN10041_c0_g1 ARF Gene3d 869  63DSA:1.25.40.10 Tetratricopeptide repeat domain 81 175 4e-022
7 TRINITY_DN10041_c0_g1 ARF Gene3D 869  63DSA:1.25.40.10 Tetratricopeptide repeat domain 287 397 2.7¢-008
8 TRINITY_DN10041_c0_g1 ARF Gene3D 869 | 63DSA:1.25.40.10 Tetratricopeptide repeat domain i 80 2.9¢-014
B TRINITY_DN10041_c0_g1 ARF Gene3dD 869  63DSA:1.25.40.10 Tetratricopeptide repeat domain 426 555 2.1e-010
10 TRINITY_DN10041_c0_g1 ARF ProSiteProfiles | 869 PS51375 Pentatricopeptide (PPR) repeat profile. 1 25 8.51699
1 TRINITY_DN10041_c0_gl ARF ProSiteProfiles 869 PS51375 Pentatricopeptide (PPR) repeat profile. 718 752 11.1039

12 TRINITY_DN10041_c0_g1 ARF Pfam 869 PF13041 PPR repeat family 682 731 5.8¢-010




5. By-Clicking on Get Gene Families Circle, the user will get particular
Gene Family Detail.

Get Gene Families (4465) More info ©

Protein Kinases

1,700

¥

5.(a). By-Clicking on “More info” link, user will get all Gene Name Family-
wise details with Export to Excel Facility Function.

Gene Family Link

Exa Bunium persicum Genomic Resource Databas

Home GeneFamily-Wise
About  sock
Search Z
Tools s 1 Protein Kinases 1700

2 T 1196
Download s il

3 Zinc finger proteins 637

& Team

4 CytochromeP450 438
Tutorial 5 Disease resistance proteins 371
Contact 6 HSPs 123
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5.(b). By-Clicking on Gene Names, user will get Transcript Id and Detail-
Information Link with Export to Excel Facility Function.

Detail-information Link

A5

A

BpGDB

Home List of HSPs
About
Search

Tools TRINITY_DN2118_c0_g2_i9 Detail_Information

TRINITY_DN10657_c0_gl_i4 Detail_Information

Download
TRINITY_DN8784_c0_gl_i2 Detail_Information

# Team

TRINITY_DN2118_c0_g1_i3 Detail_Information
fLutorial TRINITY_DN16684_c0_gl_i2 Detail_Information
Contact TRINITY_DN69777_c0_g1_il Detail_Information
TRINITY_DN20402_c0_g1_i1 Detail_Information
TRINITY_DN25697_c0_gl_i2 Detail_Information
TRINITY_DN25697_c0_g3_i2 Detail_Information
TRINITY_DNS331_¢0_g1_i1 Detail_Information
TRINITY_DN2172_c0_g1_il1 Detail_Information
TRINITY_DN2984_c0_g1_i2 Detail_Information
TRINITY_DN4577_c0_g1_i5 Detail_Information
TRINITY_DN21413_c0_g2_i11 Detail_Information

5.(c). By-Clicking on Detail-information link, user will get Transcript Id,
Gene family and Sequence details with Export to Excel Facility Function.

; : g OR"Eo

_ Ea Bunium persicum Genomic Resource Database 7 § )
BpGDB 2 o= N
@ Home Detail Information
it =
Q Search
& Tools 5. Tronscrpt Id Gere Famly Sequence Detais
_‘. Download >TRINITY_DN21i8_c0_gl i3

1 TRONTY.ON2B 0 g1 3 Heps C6560CTETEATAATCAAAATCATAATCAGECCCATAAGCACACTAAATCTACAGCAGTCOSAAGEATCTAGAAGTAACAACACTAT

&% Team - - - ATATACACACACTATACATACAAACACAAACACTACGCTTAATTCACACTAACTAGTAATCTCAACTCTCTICTAATEECC6ACGAA  ~

6CAAAAGCEAAAGECAACECCECCTTCTCTECCE6CAAATTCECC6ACECAATCACTCACTTCTCCOACGCEATTAACTTATCTCCEAC  /

Tutorial

J Contact
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6. By-Clicking on Get GO Annotation Circle, the user will get particular Go
Name Detail.

Get GO Annotation (176222) More info ©

Molecular Function

75,027

6.(a). By-Clicking on “More info” link, user will get all GO-Annotation
Categories with Export to Excel Facility Function.

GO-Categories
Link

'jﬁ ) . . : \\ r
Ea Bunium persicum Genomic Resource Database @ ¥

A\
W

BpGDB

NePck

Home GOAnnotation Category-
About Export To Excel
Search 5.No. [ Total
Tools 1 Molecular Function 28471
2 Cellular Components 8954
% Download
3 Biological Process 43929

‘a Team

§  Tutorial

Contact
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6.(b). By-Clicking on Go-Name Link, user will get Transcript Id,
Description, Length, E-value, Go category, Go Id, Go Name with Sequence
Details.

%3 .
- é.'D = E= Bunium persicum Genomic Resource Database (’)
P

Narak

Home List of Cellular Components GOAnnotation-Categories

About m

Search

Tools 60
e I e ey S T R S

Download
>TRINITY_DN176_cO_gt_i15

media'or‘of‘ RNAbpolyme;olsi I 7020 0 cc 60:0005634 e CATCATCATCTATCAAAAACAGTCEAAACG AGTETT
transcription subunit 12-like TTAACAATCGACTTAC CTTCTCTAAATATCTACACAT .
ACAGACATCTCTATGTATACGTATATATATACACACACAAT

Team 1 TRINITY_DN176_c0_g1_i15

Tutorial

>TRINITY_DN1296_c0_gi_il
piezo-type mechanosensitive ion o, o e | cowoienzo e CCCATACATATAAAAATATTTTAATATATACATACAGCCCA
channel homolog CAACATAACTCCCCAGATCCAACAATCAGCETACAAAATACT
CACTACACTTTCE6CAAGTTTCAGTTCTETTCTEACTEETAGT

Contact
2 TRINITY_DN1296_c0_gl_il

>TRINITY_DN846_c0_gt it
ATAAT6CCATACATATATCTGACCCTTAAATCTTGACCCTTC
CTTCCTTATCATCCTCACAATCTCCTCTATATCTTCTTCATTT
TTATTTTCAGCTT6AGCTACTCACAGCTTCATTTCAAACTCT

3 TRINITY_DNB846_c0_g1_il protein TSS 6673 0 cc 60:0005737 cytoplasm

>TRINITY_DN20803_cO_gi_i3

nuclear pore complex protein 8 cc | co01101e5 | celllar anatomical | | GACCCACCCACAGACATAAACCCCCCTCATTCTCATCTTACAA

6P210 iseform X1 entity AAARAAAARrAT AN A AT AT ATATA AR AR ATATATATTA ArA

4 TRINITY_DN20803_c0_gl_i3

7. About Page of “Bunium persicum”.

pooonanaray

Bunium persicum Genomic Resource Database

Nerck

About Database

About

Search . Bunium persicum (Boiss.) B. Fedtsch, synonymously called Elwendia persica (Boiss.) Pimenov &
Kljuykov and commonly known as black cumin, is a perennial grass species native to dry temperate
regions of Central Asia, including Iran, Egypt, Pakistan, Afghanistan, Kazakhstan and India. It is an
Download 3 aromatic plant with small white, pink or purple flowers, schizocarp fruits, and brown color seeds,

Tools

which belong to the family Apiaceae. This plant has a rich history of traditional medicinal and
culinary use, primarily due to the beneficial properties found in its seeds. The seeds of B. persicuim
are known for their essential oils and phenolic compounds, which contribute to their distinct flavor
Contact g and potential health benefits. In recent years, B. persicum has garnered increasing attention due to
its high medicinal value and potential as a wvaluable genetic resource for agricultural and

Team

Tutorial

environmental applications.

Very limited genomic information is available for this important medicinal plant in
public databases or other resources. To address the growing need for genetic resources and genomic
information in B. persicum, the establishment of a dedicated Genomic Resource Database
(BpGDB) offers a centralized repository for storing, managing, and analyzing molecular data.
Simple Sequence Repeats (SSRs) are valuable tools for genetic diversity assessment, population
genetics studies, and marker-assisted breeding programs. SSRs, also known as microsatellites, are




8. SSR EST Search Page which helps the user to search database on
different parameters like SSR type, Transcript Id, SSR Id, Motif, SSR
Length etc.

i i = ) N
7 [ = vonu | Bunium persicum Genomic Resource Database () §
BpGDB - =
EST SSR Search
Search
Select SSR type : v ex: Di to Hexa
Tools
Download Transcript Id : ex: TRINITY_DN13164_c0_gl il
i Toan SSR Id : ex: BpSSR0001
Tutorial
Select Motif : ex: AATAG,TC etc.
Contact
MIN: MAX:
SSR Length : Min AND  [Max

O O

8.(a). Search Result Page consists further detail like SSR Id, Transcript Id,
SSR type, Motif, SSR Repeat, SSR Length, Primer Details link with Export
to Excel Facility Function.

Primer Details

S [ = von | Bunium persicum Genomic Resource Database
BpGDB

Home EST SSR Search Result

Search Total Records: 37
Tools T .
1 BpSSR0491 | TRINITY DN18096 c1 g3 i8 | Hexa-Nucleotide ATcccA | 5 30 Primer Details
Download 2 BpSSRO184 | TRINITY ON983 c1 g3 i5 Hexa-Nucleotide TcTeTe 5 30 Primer Details |
3 | BpSSR0170 | TRINITY DN4692 c0_g1_i9 | Hexa-Nucleotide | Accccc | 6 36 Primer Details
& Team 4| 8pSSR0100 | TRINITY DN4480 c0 g1 16 |  Hexa-Nucleotide | 66ACAG | 5 30 | Primer Details
. 5 | BpSSR3459 TRINITY_DN1807 ci g1 it | Hexa-Nucleotide GcAACT | 6 6 | Primer Details
Tutorial 6 | BpSSR3511 TRINITY DNB714 c2 g1 i1 | Hexa-Nucleotide ccccca | 7 2 | Primer Details
7ol BpSSR3441 TRINITY_DN51039_c0 g1 i1 |  Hexa-Nucleotide | CAAGCC | 6 6 | Primer Details
Contact 8 BpSSR3535 TRINITY_DN3398 c0_g1 i3 | Hexa-Nucleotide | ACAGGC 6 36 Primer Details
s | BpSSR3624 TRINITY_DN18777_c0 g2 i2 |  Hexa-Nucleotide CCAATT 5 0 | Primer Details
10 BpSSR3650 TRINITY_DN4131_c0_g3 it Hexa-Nuclestide | GCCATC | 5 30 Primer Details
1u | BpSSRISTS TRINITY_DN2036 c0 g2 it |  Hexa-Nucleotide | 6CTCCT 5 30 primer Details
12| BpSSR2869 TRINITY_DN7346_c0_g2_i1 | Hexa-Nucleotide | ACAGCC | 5 30 Primer Details
13 BpSSR2730 TRINITY_DNSO033 c0 g3 i2 |  Hexa-Nucleotide 6CAACA 5 30 Primer Details
14 BpSSR2705 TRINITY_DNS5235_c1_gi_i2 Hexa-Nucleotide TAATTA 6 36 Primer Details |
15 TRINITY_DN6410_c0_g1_i14 | Hexa-Nucleotide ccaacc 5 30 Primer Details
16 | TRINITY ON28525 _co_g1_i4 Hexa-Nucleotide AccecT 5 30 Primer Details
17 | TRINITY DN900B 0 g1 i3 | Hexa-Nucleotide 66CAAG 6 36 Primer Details
18 BpSSR2311 TRINITY_ DN11803 c1 g1 i1 |  Hexa-Nucleotide | CTCAG6 | 10 6 | Primer Details
19 | BpSSR2252 TRINITY_DNS931 c0_g1 110 |  Hexa-Nucleotide | T6TAAC | 5 30 | Pprimer Details
20 BpSSR1351 TRINITY_DN27452 c0_g1 _i15 Hexa-Nucleotide 6CAATE 6 36 Primer Details
21 | BpSSR1423 | TRINITY DN11757c0 g1 i2 | Hexa-Nucleotide | CCTGAG | 6 E Primer Details



8.(b). Primer Details Link page consists further detail of Primer-1,2,3 &
Transcript Sequence with Export to Excel Facility.

. . . (o
Bunium persicum Genomic Resource Database ()
]
PRIMER DETAILS
About PRIMER-1
Search
Tools iTRINl’TY_DMOS_:OJl_iN Bp55R0024‘TGCCACGTCAAGTYGTGAGG} 20 ‘50.51‘ 55 |6TC6AGCAATACATTCTATCAGCG 24 59.9145.83 159
Download PRIMER-2
Team
Transcript Id SSR Id Forward Primer Length TM 6C% Reverse Primer Length TM 6C% Product Size|
Tutorial ITRINITY_DN408_c0_g1_i14BpSSR0024 TGCCACGTCAAGTTGTGAGG| 20 |60.81) 55 C6TGAAATTACAGACCTCATTCGC 24 60.4945.83 137
o~/ Contact
PRIMER-3

iYkINITY_DMO&_eO_g!_iI4Ep55R0024TECCACGTCAAGTTGYGAGGI 20 |60.81| 55 |GCGTGAAATTACAGACCTCATTCG 24 (60.4945.83 138

TRANSCRIPT SEQUENCE

>TRINITY_DN408_c0_gl_il4
TCTGATTCAGCATTCCCATAGAGTCETEAGATAGATAGTTCTTAATTAGTAACAGTAAGAGETCTTCATTTGTETATATCTGTETATETACGAATCTCATTAACA
ACGAATCAAGTTACATATETAACGGACCCACAATACATAATAAAGACATCATAAAGACTETAGTTCAGTCTATCTEATAGGTACAAAAAACCCCTAATTCETTCA
TCTTATTTTTTTTCTTAATAAAATTAAAATCOAAAGAACAAGTACTTAAATCTTCTCTTCEATCE6TCTTTTTTATCTATCTCACACAAAAAAAATAAAAATGE
666TTTTT6TTCAATCCAGTTATCTGCTTTAAATCETTEATE6TTCAATTC6AAAAGAAACAGATATTTTAATTTTTTTTATTATGATAAAATTTTTAGTCTTT
ACTGTAAAACTTTATTCAAATAATGEATATCEAAATAGGAAACTTTTTTGATTCTAAAAATTTTTAATGATTETTEAATCTTTE6TATTCAAAAAGTGTGAAATE
G6CCATATTGAGTCACTTTAAGATECAGAGTAAAAAAGAATTCATTTATTCATATTC6TATTCTTTATATATTTTTATTACTTTTTTGAATAATTTTTAATAAA

9. SSR Genomic Search Page which helps the user to search database on
different parameters like Genomic SSR type, Genomic SSR Id, Motif, SSR
Length etc.

Bunium persicum Genomic Resource Database

Genomic SSR Search

Select Genomic SSR type : v ex:Di to Hexa

Genomic SSR-Id : ex:EpSSR01
Select Motif : ex:AATAG,TC etc.

Tutorial
MIN: MAX:

o/ Contact SSR Length : Min | aND [ax |
= ©
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9.(a). Search Result Page consists further detail like SSR Id, SSR Type,
Motif, SSR Repeat, SSR Length, Primer Details link with Export to Excel
Facility Function.

Primer Details

Bunium persicum Genomic Resource Database

Genomic SSR Search Result

m Export To Excel

Q search Total Records: 901
& oo
1 EpSSR116 Hexa-Nucleotide CAGAAG 5 30 Pri
& Download 2 EpSSR117 Hexa-Nucleotide CGCCAG 4 24 Primer Details
3 EpSSR118 Hexa-Nucleatide AGCGAT 4 24 Primer Details
‘& Team 4 . H i CGATGC 4 24 Primer Details
5 EpSsR261 Hexa-Nucleatide TcATeE 4 24 Primer Detail
Tutorial 6 o H i TeeTer 4 24 Primer De
7 p H i ccecac 5 30 Primer Details|
/ Contact 8 H i AACCCT 4 24 Primer Details
s EpSSR746 Hexa-Nucleatide AAccee 5 30 Primer Details
10 p H i AceTEG 4 24
11 EpSSR1248 Hexa-Nucleatide ATATAA 4 24
12 EpSSR1398 Hexa-Nucleotide cecech 5 30
13 EpSSR1447 Hexa-Nucleotide cTec66 8 48
14 EpSSR1702 Hexa-Nucleotide cTeTTe 4 24 Primer Details|
15 EpSSR1758 Hexa-Nucleatide e 4 24 Primer Details
16 EpSSR1868 Hexa-Nucleatide ceTTTT 5 30 Primer Details|
17 EpSSR1996 Hexa-Nucleotide CTAATC 4 24 Primer De
18 EpSSR2270 Hexa-Nucleotide cTTecc 5 30 Primer De
19 EpSsr2271 Hexa-Nucleotide e 4 24 [Primer Details|
20 o H i cAeTCC 4 24 Primer Details|
21 Hexa-Nucleatide TTTEEA 4 24 Primer Details
22 p H i ccccan 5 30 |
- m : = P Ey

9.(b). Primer Details Link page consists further detail of Primer-1,2,3 with
Export to Excel Facility Function.

Bunium persicum Genomic Resource Database ()

PRIMER DETAILS
About PRIMER-1
Seorch SSRId Seq Id Forward Primer ™ 6C% Reverse Primer
Tools
wnl
poviioad PRIMER-2
Team
Tutorial EpSSR118 386 (CTGACAACGAACTTCCTGC659.49 55 GCCTGTCTCCCACAATGATCE61.0857.14 189
Contact
PRIMER-3
SSR Id Seq Id Forward Primer ™ 6C% Reverse Primer TM 6C%Product Size

EpSSR118| 386 ﬂGACAACGAAmCﬂW59.49 55 TCTTCACCFAATCGCI'ETCTCCW.SY\ 50 120

Export To Excel




10. TF-Family Search Page which helps the user to search database on
different parameters like TF Family and Transcript Id etc.

- Bunium persicum Genomic Resource Database (’) §

BpGDB M 3

Home

TF-Family Search
About
Search
Select TF-Family :|  v|ecHSEMYB related

Tools L — i

Download Transeript-Id : ex:TRINITY_DNS43_c0_gl

Tutorial

Contact

Copynght © 2024 All Rights Reserved, ICAR-National Bureau of Plant Genetic Resources.
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10.(a). Transcripts Factor Search Result Page consists further detail like
Transcript Id, TF family, Annotation Detail link, Detalil Information link with
Export to Excel Facility Function.

Annotation Detail, Detail Information Link

Transcription Factor Search Result

About page ize 0]

Search Total Records: 1282
Tools No. Transcript Id TF family Annotation Detail
1 TRINITY_DN10044_c0_g bHLH | Detail_Information Annotation_Details
Download 2 TRINITY_DN10044_c0_g2 bHLH Detail_Information Annotation_Details
3 TRINITY_DN10069_c0_gt bHLH Detail_Information Annotation_Details
¢ Team 4 TRINITY_DN10102_c0_gt bHLH Detail_Information Annotation_Details
' 5 | TRINITY_DN1012_c2_gt bHLH Detail_Information Annotation_Details
Tutorial 6 TRINITY_DN10168_c0_gt bHLH Detail_Information Annotation_Details
7 | TRINITY_DN10187_c0_gt bHLH Detail_Information Annotation_Details
Contact 8 TRINITY_DN10210_c0_gt bHLH Detail_Information Annotation_Details
B TRINITY_DN10234_c0_gt bHLH | Detail_Information Annotation_Details
10 TRINITY_DN10279_c0_gi bHLH Detail_Information Annotation_Details
11 | TRINITY_DN10281 cO_gt bHLH Detail_Information Annotation_Details
12 TRINITY_DN10293 c0_g1 bHLH Detail_Information Annotation_Details
13 | TRINITY_DN103_c0_gt bHLH Detail_Information Annotation_Details
14 TRINITY_DN10317_c0_gi bHLH Detail_Information Annotation_Details




10.(b). Detail-Information link page consists of further detail like
Transcript Id, Gene Family and Sequence with Export to Excel Facility
Function.

E3 Bunium persicum Genomic Resource Database (%)

NBPGR

Detail Information

e

Search
Tools SN | T ia e Pty
Download >TRINITY_DN3033_c0_gl =
1 TRINITY_DN3033 <0 gt TFCdsseq CTCCCCCTCTTCCTCTCCCTAGTACTAGTACTG6TAATAAACCCTATATATAAACACAAACACCCACACAATACATACAATACCCAAT
Team ACAATCATTTCC6CC6ATTAGTCTTTETC66CATETCAGECCTCTATAATCCCAACTTTTCACCTECCCEAGCTECTTCTCCTCAGATT v

C6AACTAACCCAGATETTEAAACCAGTCAATATTTGACAGAGCTATTE66TGAGCATCAGAAGCTTCAACCATTTATECAAGTCCTE
Tutorial

>TRINITY_DN3033_c0_gl

J Contact 2 TRINITY_DN3033 <0 gt TFProteinseq LPLFLSLVLVLVINPIYKHKHPHNTYNTQYNHFRRLVFVGMSGLYNPNFSPARAASPQIRTNPDVETSQYL TELLGEHQKLQPFMQULPT
CTKLLNQEILRISGMLPNQGFNDLDRLRHRSPSPMASSNIMPNMSRTEMGVWNGLPQERLSGPPGMTMDWQEAPASPSSY TVKRILR  ~
LDIPVDTYPNFNFVGRLLGPRGNSLKRVEG TTGCRVYIRGKGSIKDPDKEEKLRERPGYEHLNEQLHILTEADLPANVVDMRLRQAQEIIEE  /

>TRINITY_DN3033_c0_gl

3 TRINITY_DN3033_¢0_g1 TFTranscripts CTCCCCCTCTTCCTCTCCCTAGTACTAGTACTGGTAATAAACCCTATATATAAACACAAACACCCACACAATACATACAATACCCAAT
ACAATCATTTCC6CCGATTAGTCTTT6TC66CATETCAGGCCTCTATAATCCCAACTTTTCACCTECCCG6AGCTECTTCTCCTCAGATT  ~
C6AACTAACCCAGATETTEAAACCAGTCAATATTTGACAGAGCTATTGE66TGAGCATCAGAAGCTTCAACCATTTATGCAAGTCCTE 4

10.(c). Annotation-Details link page consists of further detail like
Transcript Id, TF family, Database, Length, Accession, Annotation, Start,
En, E-value with Export to Excel Facility Function.

Ex Bunium persicum Genomic Resource Database (‘,’) )

Annotation Details

=

Search
Tools S.No. Transcript 1d TF family Database Length Accession Amatation Stat | En EValue
1 TRINITY_DN3033 c0 gt WoX SMART 322 sMoos2 b 2 22 41e-006
Download
2 TRINITY_DN3033 <0 gt WOX PANTHER 322 PTHRIT208 RNA-BINDING PROTEIN RELATED 52 299 16e-094
Team
3 TRINITY_DN3033 ¢0_g! wox Pfam 322 PF16544 Homodimerisation region of STAR domain protein ] 13 4.9e-011
B Tutorial
4 TRINITY_DN3033.c0 gt Wox Gene3d 322 6I0SA3.30.4370.40 K Homology damain, fype 1 6 33 436069
»J Contact 5 TRINITY_DN3033 c0 gl woxX ProSiteProfiles 322 pss00e4 Type-1 KH domain profile. 189 246 83031
6 TRINITY_DN3033 c0 gt WOX SUPERFAMILY 32 ssEamdt Eukaryotic type KH-domain (KH-domain type T) 78 297 3.04e-031
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11. GO-Annotation Search page through which the user can search
database based on different parameters like GO-Category, Transcript Id,
GO Id, GO Name.

Bunium persicum Genomic Resource Database

GO Annotation Search
About

Search

Select GO Category : l:l ex: Molecular Function
Download Transcript Id : ex: TRINITY_DN2113 ¢0_gl ill
¢ Team 60Id: | ex: co:0030544
Tutorial .
60 Name : ex: Membrane, Lipid Transport etc.

Tools

Contact

11.(a). GO Annotation Search Result page consists details like Transcript
Id, Description, Length, E-value, GO Id, GO Name, Go Category with
Sequence details.

Ex Bunium persicum Genomic Resource Database @ ¢

GO Annotation Search Result
About PagesSize:[50 v E
Search Total Records: 8954

Tools

Download mediator of RNA polymerase IT

L : " CATCATC
transcription subunit 12-like 22 . 60:0005634 mcless | Cellulor Components

1 TRINITY_DN176_c0_g1_i15

¢ Team

DN1296_c0_gl_il
piezo-type mechanosensitive ion 8225 0 £0:0016020 _— Celiar Companents ACATATAAAAATATTTTAATATATACATACAGCCCA
channel homelog CAACATAACTCCCCAGATCCAACAATCAGCETACAAAATACT
CACTACACTTTC6CAAGTTTCAGTICTGTICIGACTE6TAGT 4

§  Tutorial

2 | TRINITY_DN1296_c0_g1_it
Contact

>TRINITY_DNB846_c0_gl_il

ATATCTGACCCTTAAATCTTEACCCTTC
CACAATCTCCTCTATATCTICTTCATT &
GAGCTACTCACAGCTTCATTTCAAACTC

3 TRINITY_DN846_c0_gl il protein TSS 6673 [ 60:0005737 cytoplasm Cellular Components| ™

mlmrm_comwxpmm &p210 - . coottones | ColMer ntomcal | i Components | © CAGACATARACCCCCCTCATTCTCATCTTACA
isoform X1 swtily AAAACAAAACCCTAAAATATCTCTEAGACA 6TT6AC

GGAGTAGECTTETAAATCTAGGGATETCTGAATTATCCAGT

4 | TRINITY_DN20803_c0_gt_i3

>TRINITY_DN7469_c0_gl_il2
GRIP and coiled-coil domain-containing CTAAATTTCCAAACCCTAATTTCCCAACCACGATCACATCTC

5 | TRINITY_DN7469_c0_g1 i12 S 9008 0 60:0016020 menbrane | Celluar Components




12. NR Annotation Search page through which the user can search
database based on different parameters like Functional Category,
Transcript Id, Annotation Keywords.

Bunium persicum Genomic Resource Database (’) 9 )
e == =7

BpGDB

Home

About

Search
Select Functional Category : v| ex: Cellular Components
Tools

Download Transcript Id : ex: TRINITY_DNS052_¢0_gl 2

b Yoo Annotation Keywords : ex: Hydrolases, Transferases etc.

Tutorial

Contact @ @
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12.(a). NR Annotation Search Result page consists details like Transcript
Id, Description, Length, E-value, Category, Enzyme Code, Enzyme Name
with Sequence details.

v
o o . (9)
e [ = e Bunium persicum Genomic Resource Database ()
BpGDB s
Home NR Annotation Search Result
About Pagesize:[50 v
Search Total Records: 42660
Tools Enzyme Enzyme
Transcript Id Description Length e i |areidn Category Sequence Details
Downl
ownload >TRINITY_DN17264_cO_g1_it3
N 1 [TRINITY DN17264 c0 g jgalP"etive vocuolar protein sorting=| 1\ 3 Cellilar Companents | ACTCACAAACGAATAAAAGATCACCCTCTACCGACSTCETAT
assaciated protein TECTTECTTTCCAAGAATTGAATCCCEETCCTACTTCTTAAC
5 ) TCTCCATCCCACAGACCCCECGAACATETATTTCTCETETTCA
B Tutorial
>TRINITY_DN7469_cO_gt_i12
o/ Contact 2 | TRINITY_DN7469_c0_g1_it2| SR and colled-coil domain- 9008 0 Celldlar Components | CTAAATTTCCAAACCCTAATTTCCCAACCACGATCACATCTC
containing protein 2 isoform X1 AATTCAATTCAAATCTCACCCCATAAAGCTCETCTCTTTTEA

TTTGATCTTETAATGTTGATTAAATTTG6TGAG GAAT 4

>TRINITY_DN1296_c0_gt_it

piezo-type mechanosensitive ion CCCATACATATAAAAATATTTTAATATATACATACAGCCCA

3 | TRINITY_DN1296_c0_g1 i1 8225 0 Cellular Components
channel homolog CAACATAACTCCCCAGATCCAACAATCAGCGTACAAAATACT
CACTACACTTTC6CAAGTTTCAGTTCTETTCTEACTE6TAGT
>TRINITY_DN176_cO_gi_i15 -

4 | TRINITY_DN176_c0_g1_i15 medigtor:of RV polymerase I 7929 0 Cellular Components | CATCATCATCTATCAAAAACAGTCEAAACE AGTETT
transcription subunit 12-like TTAACAATCGACTTACTTTTTCTTCTCTAAATATCTACACAT

ACAGACATCTCTATGTATACGTATATATATACACACACAAT
>TRINITY DN40909 c0 a2 it =




13. User can use Blast Search tool by clicking on Tools > Blast Search
sub-menu to perform “Nucleotide Sequence search”

€ 5 G ANotsecwr hitpy/14.139.2245/epbiasy % b @

@ ASPNetlognCont.. [ Business News|Sto.. G G- 8 SmpleUserRegistr.. @ Send user Confirma... [ AjaDragpaneitten... [ Free Onine PDF Cre.

8 Howtosme(insert.. £ Role based Authoriz.. W' W3.CSS Responsive

» | [3 AllBookmaris

SequenceServer,

© Help & Support

Nucleotide databases

@ 8persicum_transcripts

Advanced parameters: | -taskbiastn-evalue 1e5 ? Open results in new tab

Please cite data sources and the paper describing our Sei

13.(a). Search Parameters Results as follows.

€ 3 O ANotseowe fhiip://14139.22459eoblast/1e932e97-1451-4482-90a 40653 ) § .c

rce-G. [ Sl Userfegst.. @) Senduser Conima, [ Aadagpanecn.

0 4SoNetloginCort. [ B

ie.qye_r!geiei.r.v.e_r 200 © Help& Suport

BLAST: 1 query, 1 database SequenceServer 2,00 using BLASTN 21204, ey on 20240621 062220 UTC
o Editsarch | [ Newsearch

Download FASTA, XML, TSV Parameters: tack blastn, evalue 1e-05
FASTAof all hits Please cite: https:do
[ Queries and their top hits: chord diagram
Query=TRINITY_DN78556_c0_gt i4 g 1540
B6raphical overview of its "

characters
c-mismatch-3, gap-open 5, gap-atend 2 filter Lm;

.
«
"
"
v
"

B Length distribution of matching sequences
ucing significant abignments




€ 5 0 ANotsecure hitp://14.139.22459/epblast/1e932e57-1451-4433-9bd1-aa 7702340653 % oFe.sec

ased Authoriz.. W W3.CSS Responsive » [ AlBookmarc

. B Howtosae(inset. @

£ ASPNetlogin Cont.. [ Business News | Sto.. G irctcshare prce-G... [ Simple UserRegist.. {3 Send user Confime.. AjaxDragpans

BLASTN: 1 query, 1 database Him
# Edit search | 3 New search
Download FASTA, XML, TSV
ASTAof all hits

STRINITY_DNT1111_c0_g1 it hit2, length: 341
A Feacih | &R

516 | LpNG

] 3 3 1 E 2 a ¢ ‘4
L H 1 ) i 1 L L i
T T T T T 1
z z z 3 3 z
" s H § g

14. Download Page from whAe’re‘ the ljsér;'-(:an download Bulk Data which
also keep record of total number of downloads done by the user.

3 Bunium persicum Genomic Resource Database () §

H

BpGDB

Home Bulk Download Page
About
Search

Transcriptomic SSRs Transcripts Annotation Transcription Factors Genomic SSRs
Tools

Download

Total Downloads: 6
Team

Tutorial

o/ Contact
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15. Team Page which consists the detail of persons who are involved in

this project.

BpGDB

Bunium persicum Genomic Resource Database (’}

w ¥y

# Home

Y About

Q search

£ Tools

& Download
‘& Team
Tutorial

o/ Contact

ICAR-NBPGR Bunium persicum Team

Dr. Sangita Bansal
Principal Scientist & Principal Investigator
ICAR-National Bureau of Plant Genetic Resources,
New Delhi, India

Ms. Nancy Sharma
Research Associate(Design & Development)
ICAR-National Bureau of Plant Genetic Resources,
New Delhi, India

Dr. Rakesh Singh
Head of Division & Co-Principal Investigator
ICAR-National Bureau of Plant Genetic Resources,
New Delhi, India

Dr. Akshay Singh
Research Associate (Bioinformatics)
ICAR-National Bureau of Plant Genetic Resources,
New Delhi, India

16. Tutorial/Manual Page which helps the user to access the database

easily & efficiently.

1. HOME Page consists information about the database with different Menu
options to access the database efficienily.

Menu with Sub-Menu Options

=—1 Berrriciny persicoan Genomic Resource Database U0 =

1.(a)l.Bv Clicking on More Info Link, user will get further details.

‘l More Info == I




17. Contact Us Page consists the detail of the persons with whom the user can

send their queries or suggestions.

Bunium persicum Genomic Resource Database @ g !

Home Contact Us
About
Search Dr. Sangita Bansal Dr. Rakesh Singh
Tools Principal Scientist & Principal Investigator Head of Division & Co-Principal Investigator
Division of Genomic Resources Division of Genomic Resources
Lii Email:Sangita.Bansal @icar.gov.in Email:rakesh.singh2@icar.gov.in
Team
i ICAR-National Bureau of Plant Genetic Resources, ICAR-National Bureau of Plant Genetic Resources,
New Delhi-110012, India New Delhi-110012, India
Contact
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